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BACKGROUND

It has been reported that genes encoded Iin vitamin D pathway were associated with transcriptional regulations of vitamin D, and associated with
asthma, atopy, and eczema as well.

» However, there were contradictory results of genetic associations with allergic diseases for variants on vitamin D pathway genes In different
populations from previous literature.

» Evidence of association between asthma and allergic diseases and rare and low-frequency variants and common variants on vitamin D pathway
genes Is still limited.
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METHOD

* This study was based on the genetic data from 397 Taiwanese children aged 5-18 years who have completed questionnaires regarding asthma
and allergic diseases (Figure 1).

* We used minor allele frequency to differentiate rare and low-frequency variants and common variants and performed different comparative
analyses.

* For rare and low-frequency variants, we carried out SNP-Set (Sequence) Kernel Association Test (SKAT), including Burden test, SKAT, and
SKATO.

 For common variants, we performed case/control association analysis, Fisher's exact test, and Alternate/full model association tests.
Furthermore, we performed haplotype block and haplotype-trait association analyses.

» Gene-gene Interaction analysis was also performed to explore association between genes on vitamin D pathway for asthma and allergy diseases.
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